The Drosophila genes knirps (kin) and knirps-related (knrl) are located within the 77E1,2 region on the left arm of the third chromosome. They encode nuclear hormone-like transcription factors containing almost identical Cys2/Cys 2 DNA-binding zinc finger motifs which bind to the same target sequence, kni is a member of the gap class of segmentation genes, and its activity is required for the normal establishment of the abdomen. The function of knrl is still unknown; however, a possible gap gene function in the abdominal region of the embryo can be excluded. Both genes are initially expressed in three identical regions of the blastoderm embryo: in an anterior cap domain, in an anterior stripe and in a posterior broad band linked to the kni gap gene function. The transacting factor requirement for the expression of kni and knrl is identical for the two anterior domains but different, although similar, for the posterior domain of expression in the blastoderm. Both the anteroposterior morphogen bicoid and the dorsoventral morphogen dorsal are necessary but not sufficient for the activation of the two genes in the anterior cap domain, suggesting they act together to bring about its normal spatial limits.
Introduction
The initial establishment of polarity along the two main axes of the Drosophila embryo is carried out by the maternal genes (St. Johnston and Niisslein-Volhard, 1992, for review). A single genetic pathway is required for the development along the dorsal-ventral axis, while three distinct pathways (responsible for the development of the anterior, the posterior and the terminal regions of the embryo) are required for generating the body pattern along the anterior-posterior axis. The subsequent elaboration and refinement of spatial patterning along these two axes are executed by zygotic target genes (Ingham, 1988). The pattern elements along the anteriorposterior body axis are accomplished through a cascade of zygotic segmentation genes. Within this cascade, the gap genes are the first genes to be expressed in the embryo. The activity of this class of genes is required for the development of specific, overlapping sets of segment primordia. Terminal gap genes huckebein (hkb) and tailless (tll) are needed to establish segmental primordia in the head and tail regions, and central gap genes such as hunchback (hb), Kriippel (Kr) , knirps (kin) and giant 
